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 Name         : Dr. Charanpreet Kaur 

 Designation        :  DST-INSPIRE Faculty 

 Name of School /Centre      : Stress Physiology and Molecular Biology Laboratory 
Room no. 413 School of Life Sciences 

 E-mail        : charanpreet06@gmail.com; charanpreet@mail.jnu.ac.in 

 Qualifications       : PhD, International Centre of Genetic Engineering and Biotechnology, 
New Delhi      
M.Sc (Biotechnology), IIT Roorkee 
B.Sc (Biochemistry), University of Delhi 

 Areas of Interest/Specialisation    : Plant-microbe interactions, Abiotic stress biology of 
plants 

 

Academic Qualifications:   

PhD, International Centre for Genetic Engineering and Biotechnology, New Delhi  

M.Sc (Biotechnology), IIT Roorkee 
B.Sc (Biochemistry), University of Delhi 

 

Research Experience: 

 DST INSPIRE Faculty, May 2015 – Present, Jawaharlal Nehru University, New Delhi 

 Research Associate, July 2013 – April 2015, ICGEB, New Delhi 

 

Received fellowships: 

 Awarded Indo-Australian Career Boosting Gold Fellowship by DBT, Government of India (2017) 

 Awarded Senior Research Fellowship (SRF) by DBT, Government of India (2010-2013) 

 Awarded Junior Research Fellowship (JRF) by DBT, Government of India (2008-2010) 

 Awarded Merit-cum-Means Scholarship for academic excellence during MSc. (2006-2008) 

 Received Summer Research Fellowship from Indian Academy of Sciences (IAS) Bangalore, for 

summer internship during M.Sc. 



 

Awards & Honours: 

 Awarded INSA medal for Young Scientist by Indian National Science Academy (2018) 

 Young Scientist Award by Indian Society of Plant Physiology (2015) 

 DST-INSPIRE Faculty Award by DST, Government of India (2014) 

 International Travel Grant by DBT, Government of India (Glyoxalase Centennial: University of 

Warwick, United Kingdom, 2013) 

 Qualified CSIR Junior Research Fellowship (JRF) and National Eligibility Test (NET) examination 

(2008) 

 

Details of participation in conferences/symposiums/seminar: 

 Oral presentation titled “Digging deep: Manipulating plant rhizosphere for climate-smart 

agriculture” in 4th International Plant Physiology Congress Satellite Meeting-2018, Worldwide 

Universities Network, held from 7-8 December 2018 at ICGEB, New Delhi, India. 

 Oral presentation titled "OsGLYI-8 is a nucleus-localized glyoxalase I required for methylglyoxal 

metabolism in rice" at 3rd International Plant Physiology Congress: Challenges and Strategies in 

Plant Biology Research held from 11-14 December 2015 at JNU, New Delhi, India. 

 Poster presentation titled "Multiple stress inducible ETHE1-like protein from rice is highly 

expressed in roots and is regulated by calcium" at International Symposium on Rice Functional 

Genomics (11th ISRFG 2013) held from 20-23 November 2013 at New Delhi, India. 

 Poster presentation titled "Tracing the evolution of glyoxalase I to horizontal gene-transfer and 

gene-fusion events" at the conference on Glyoxalase Centennial: 100 Years of Glyoxalase 

Research and Emergence of Dicarbonyl Stress held from 27-29 November 2013 at University of 

Warwick, United Kingdom 
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